
Standard curve generated with a cysteine-biotinylated peptide and 
quantitation by stable isotope dilution. A) Zoom-scan from an ion-trap mass 
spectrometer showing a 4 amu isotope distribution for the [M+2H] 2 " ions of the 
peptide modified with the isotopically light (1457.9 u) and heavy (1461.8) 
biotinylating reagents. The ratio (d0/d8) was 4.54. B) Curve generated from 
the analysis of isotope ratios from zoom-scans of 5 different concentrations of 
dO-labeled peptide measured in the presence of a known amount of peptide ' 
labeled with the isotopically heavy reagent. 
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Tandem mass spectrum of a cysteine-modified peptide from a-!actalbumin. 
Modification of the cysteine residue with the custom synthesized biotinylating reagent' 
did not affect the ability of the Sequest computer program to correctly match this 
peptide to a database sequence. 
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s0319_hlnavcid.0364.0364.2.out 

# amino acids - 93009033, # proteins - 290043, # matched peptides - 1973750 
C:\LCQ\database\owl.v31.3, (C# +494.50) 



# Rank/Sp (M+H)-C*10 A 4 Ions Reference Peptide 



1. 1 / 1 1994.3 4.4675 

2. 2/403 1995.1 2.7366 

3. 3 / 3 1995.0 2.6591 

4. 4/209 1995.0 2.6335 

5. 5/381 1995.1 2.4634 



17/26 G3P_RABIT (R)VPTPNVSWDLTC#R (SEQ ID NO:60) 

1 3/34 SLTRNGL (E)LGKP VLTANQ VTIWEGLR (SEQ ID 
NO:61) 

16/36 FLP_LACCA (N)IANPNVYTETLTAATVCTI (SEQ ID 
NO:62) 

14/36 A42912 (Y)LALLPSDAEGPHGQFVTDK (SEQ ID 

NO:63) 

13/38 H69373 (L)ALLVLVAPAMAAGNGEDLRN (SEQ ID 

NO:64) 
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